Abstract
Introduction

16
The demonstration of transformation (Hinnen et al. 1978 ) and plasmid maintenance (Beggs 17 1978) in Brewer's yeast established Saccharomyces cerevisiae as a premier eukaryotic model 18 for molecular genetics. This status is maintained today, aided by its ease of culturing, single 19 cell growth habit, small genome and remarkably efficient homologous recombination, but also 20 because it can be maintained in haploid and diploid forms, and undergo genetic crossing.
21
Haploid S. cerevisiae cells are one of two mating types, MATa or MATa, and mating type is 22 determined by the identity of the DNA sequence at the MAT locus (Haber 2012 is expressed (Haber 2012 ). Nevertheless, wild-type S. cerevisiae are homothallic, meaning they 28 contain the genetic machinery necessary to self-mate. This occurs through mating-type 29 switching, where expression of an endonuclease encoded at the HO locus in mother cells results
30
in homologous recombination-mediated swapping of the MAT allele to the opposite allele via 31 the genetic material present at the silent HML or HMR locus (Haber 2012 Determination of conditions compatible with the mating type assay 144 We next wanted to further characterize how robust the mating type phenotype is under different 145 conditions to assess its practicality as a mating type assay (Figure 3) . We first tried different 146 media, including rich and synthetic media, and water. The creeping phenotype forms reliably 147 in both rich and synthetic media containing glucose as the carbon source, but is less obvious 148 when glycerol is used instead (Figure 3A) . The phenotype is not revealed when cells are diluted 
